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BCL2 W61100 
prostate cancer overexpressed gene 1 T64312 
low density lipoprotein-related protein 2 R75977 
cystatin C AA599177 
hypothetical protein FLJ11280 N54608 
ESTs AA029948 
CGI-43 protein AA136692 
fatty acid amide hydrolase AA431988 
methylmalonate-semialdehyde dehydrogenase AA460298 
hypothetical protein FLJ10980 N45467 
ESTs AA028171 
islet cell autoantigen 1 69kD AA482169 
hypothetical protein FLJ20605 T63490 
ESTs, Moderately similar to K02E10.2 [C.elegans] T62552 
cell division cycle 4-like AA041400 
putative G protein-coupled receptor H50224 
AD021 protein N95180 
N-acetyltransferase 1 arylamine N-acetyltransferase R91802 
N-acetyltransferase 1 arylamine N-acetyltransferase T67128 
LIV-1 protein, estrogen regulated H29315 
lymphoid nuclear protein related to AF4 H99588 
acyl-Coenzyme A dehydrogenase, short/branched chain H95792 
cDNA DKFZp434N2412 from clone DKFZp434N2412 AA428477 
JDP1 T95267 
estrogen receptor 1 AA291749 
GATA-binding protein 3 H72474 
GATA-binding protein 3 R31441 
X-box binding protein 1 W90128 
hepatocyte nuclear factor 3, alpha T74639 
trefoil factor 3 intestinal N74131 
estrogen receptor 1 AA164585 
endothelin 1 H11003 
ESTs similar to HUMAN RAS-RELATED PROTEIN R-RAS2 AA131239 

ESTs similar to PROTEIN PHOSPHATASE 2A INHIBITOR AA130595 
glycine dehydrogenase decarboxylating P N58494 
glutathione S-transferase pi R33642 
syndecan 2 heparan sulfate proteoglycan 1 AA122056 
Homo sapiens BRI3 mRNA, complete cds AA034213 
protein tyrosine phosphatase, receptor type, K R78776 
LBP protein 32 R63971 
Homo sapiens clone 24859 AA122021 
myosin IC AA029956 
prion protein p27-30 AA455969 
fatty acid binding protein 7, brain W72051 
chitinase 3-like 1 cartilage glycoprotein-39 AA434048 
nuclear factor I/B W87528 
chitinase 3-like 2 AA668821 
secretory leukocyte protease inhibitor AA026264 
laminin, gamma 2 nicein AA677534 
troponin I, skeletal, fast AA181334 
forkhead box C1 N22552 
milk fat globule-EGF factor 8 protein AA448941 
keratin 5 W72110 
neurotactin R66139 
annexin A8 AA252968 
ataxia-telangiectasia group D-associated protein AA055485 
keratin 17 AA026642 
keratin 5 AA160507 
secreted frizzled-related protein 1 AA002243 
matrix metalloproteinase 7 matrilysin, uterine AA031513 
ESTs AA074677 
ESTs W86504 
pleiomorphic adenoma gene-like 1 AA463204 
KIAA0173 gene product AA682815 
ESTs similar to AF241831_1 AA043551 
carboxypeptidase A3 AA016234 
moesin R22977 
latrophilin W74533 
S100 calcium-binding protein A2 AA458884 
lectin, galactoside-binding, soluble, 7 galectin 7 W72436 
ADP-ribosylation factor-like 7 N35301 
ESTs AA443302 
ras homolog gene family, member E W86282 
coronin, actin-binding protein, 1C AA126947 
chemokine C-C motif receptor 1 AA036881 
centromere protein F 350/400kD, mitosin T87341 
budding uninhibited by benzimidazoles 1 AA430092 
natural killer cell transcript 4 AA458965 
gelsolin amyloidosis, Finnish type R78490 
coatomer protein complex, subunit beta 2 beta prime N62924 
interferon, gamma-inducible protein 30 AA630800 
cathepsin S AA236164 
leukocyte immunoglobulin-like receptor, subfamily B N63943 
plasminogen activator, urokinase receptor AA454879 
plasminogen activator, urokinase receptor AA147962 
cystatin B stefin B H22919 
BTG family, member 3 N52496 
phosphofructokinase, platelet AA608558 
cell division cycle 25B AA448659 
chromosome condensation-related SMC protein 1 AA668256 
translin AA460927 
ribonucleotide reductase M2 polypeptide AA187351 
hypothetical protein FLJ20624 R92227 
E2F transcription factor 1 H61303 
mitogen-activated protein kinase 13 AA157499 
kinesin-like 2 N69491 
gamma-glutamyl hydrolase conjugase AA455800 
hypothetical protein FLJ11252 N30185 
high-mobility group nonhistone chromosomal I and Y AA448261 
serine/threonine kinase 15 R11407 
KIAA0074 protein N54344 
minichromosome maintenance deficient S. cerevisiae 4 AA488610 
enhancer of zeste Drosophila homolog 2 AA430744 
lamin B2 AA456868 
trophinin associated protein tastin H94949 
ubiquitin carrier protein AA464019 
pituitary tumor-transforming 1 AA430032 
v-myb avian myeloblastosis viral oncogene homolog-like 2 AA456878 
CDC20 cell division cycle 20, S. cerevisiae, homolog AA598776 
thyroid hormone receptor interactor 13 AA630784 
karyopherin alpha 2 RAG cohort 1, importin alpha 1 AA676460 
centromere protein F 350/400kD, mitosin AA701455 
polo Drosophia-like kinase AA629262 
kinesin-like 5 mitotic kinesin-like protein 1 AA452513 
solute carrier family 7 cationic amino acid transporter AA419176 
minichromosome maintenance deficient mis5, S. pombe 6 AA663995 
cyclin E1 T54121 
forkhead box M1 AA129552 
centromere protein E 312kD AA402431 
cyclin A2 AA608568 
KIAA0008 gene product W93717 
transferrin receptor p90, CD71 N21329 
cDNA DKFZp434B0425 from clone DKFZp434B0425 AA010188 
putative integral membrane transporter AA033947 
putative integral membrane transporter AA600214 
proliferating cell nuclear antigen H05891 
nudix nucleoside diphosphate linked moiety X-type motif 1 AA443998 
cell division cycle 25C W95000 
hyaluronan-mediated motility receptor RHAMM R10284 
adipose differentiation-related protein AA700054 
thyroid hormone receptor interactor 8 AA425205 
S-adenosylmethionine decarboxylase 1 AA425692 
chaperonin containing TCP1, subunit 4 delta T98634 
tubulin, beta polypeptide AA427899 
DKFZP564M2423 protein AA486624 
branched chain keto acid dehydrogenase E1 AA477297 
minichromosome maintenance deficient 5 cell division cycle 46 AA075920 
pescadillo zebrafish homolog 1, containing BRCT domain R13806 
hypothetical protein FLJ10337 AA158252 
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78 Carcinomas, 3 Fibroadenomas and 4 Normal Breast Samples
Clustered using the "SAM264" gene set


